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Entry To1961 Complete Genome
Name lra, 1088720
Definition |Lactobacillus rhamnosus ATCC 8530
Annotation |KOALA g organism
Taxonomy TAX:1088720
Lineage |Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae;

Lactobacillus
Taxonomy

Data source

GenBank (Assembly:GCA_000233755.1)
BioProject:73355

Chromosome [Circular
Sequence |GB:CP003094
Length 2960339
Statistics |[Number of nucleotides: 2960339
Number of protein genes: 2887
Number of RNA genes: 75
Created 2012
Reference |PMID:22247527
Authors |Pittet V et al.
Title Genome sequence of Lactobacillus rhamnosus ATCC 8530.
Journal |J Bacteriol 194:726 (2012)
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